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AY026461 5963 bp mRNA linear PRI 17-AUG-2001 

Homo sapiens CUB domain containing protein 1 (CDCP1) mRNA, complete 
cds . 

AY026461 

AY026461.1 GI:14328878 

Homo sapiens (human) 
Homo sapiens 

Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; Euteleostomi ; 
Mammalia; Eutheria; Euarchontoglires; Primates; Haplorrhini; 
Catarrhini; Hominidae; Homo. 

1 (bases 1 to 5963) 

Scher 1-Mostageer , M. , Sommergruber , W . , Abseher , R. , Hauptmann, R. , 
Ambros,P. and Schweifer,N. 

Identification of a novel gene, CDCP1, overexpressed in human 
colorectal cancer 

Oncogene 20 (32), 4402-4408 (2001) 
11466621 

2 (bases 1 to 5963) 

Scher 1-Mostageer , M . , Sommergruber , W . , Abseher, R., Hauptmann, R . , 
Ambros,P.F. and Schweifer,N. 
Direct Submission 

Submitted ( 31-JAN-2001 ) Exploratory Research, Boehringer Ingelheim, 
Austria, Dr. Boehr ingergasse 5-11, Vienna 1121, Austria 

Location/Qualifiers 

1 . .5963 

/organism="Homo sapiens" 
/mol_type="mRNA" 
/db_xref ="taxon : 9606 " 
/chromosome="3 " 
/map= ,, 3p23-p21" 
/cell_line="A549; Calu 6" 
1. .5963 
/gene="CDCPl" 
1. .82 

/gene="CDCPl" 
83. .2593 
/gene="CDCPl" 

/note="transmembrane protein" 
/codon_start=l 

/product="CUB domain containing protein 1" 
/protein id=" AAKQ2058 . 1 " 
/db_xref ="GI : 14328879" 
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/ trans la tion=" MAGLNCGVSIALLGVLLLGAARLPRGAEAFEI ALPRESNITVLI 
KLGTPTLLAKPCYIVISKRHITMLSIKSGERIVFTFSCQSPENHFVIEIQKNIDCMSG 
PCPFGEVQLQPSTSLLPTLNRTFIWDVKAHKSIGLELQFSIPRLRQIGPGESCPDGVT 
HSISGRIDATWRIGTFCSNGTVSRIKMQEGVKMALHLPWFHPRNVSGFSIANRSSIK 
RLCIIESVFEGEGSATLMSANYPEGFPEDELMTWQFVVPAHLRASVSFLNFNLSNCER 
KEERVEYYIPGSTTNPEVFKLEDKQPGNMAGNFNLSLQGCDQDAQSPGILRLQFQVLV 
QHPQNESNKI YVVDLSNERAMSLTIEPRPVKQSRKFVPGCFVCLESRTCSSNLTLTSG 
SKHKI SFLCDDLTRLWMNVEKTISCTDHRYCQRKSYSLQVPSDILHLPVELHDFSWKL 
LVPKDRLSLVLVPAQKLQQHTHEKPCNTSFSYLVASAIPSQDLYFGSFCPGGSIKQIQ 
VKQNISVTLRTFAPSFQQEASRQGLTVSFIPYFKEEGVFTVTPDTKSKVYLRTPNWDR 
GLPSLTSVSWNISVPRDQVACLTFFKERSGWCQTGRAFMI IQEQRTRAEEIFSLDED 
VLPKPSFHHHSFWVNISNCSPTSGKQLDLLFSVTLTPRTVDLTVILIAAVGGGVLLLS 
ALGLI ICCVKKKKKKTNKGPAVGIYNGNINTEMPRQPKKFQKGRKDNDSHVYAVIEDT 
MVYGHLLQDSSGSFLQPEVDTYRPFQGTMGVCPPSPPTICSRAPTAKLATEEPPPRSP 
PESESEPYTFSHPNNGDVSSKDTDIPLLNTQEPMEPAE" 
3 [ UTR 2594. .5963 

/gene="CDCPl" 

ORIGIN 

1 cgcagctgcg ccgggcttgg gcgcctgggg ccgccgctcc ccaccgtcgt tttccccacc 
61 gaggccgagg cgtcccggag tcatggccgg cctgaactgc ggggtctcta tcgcactgct 
121 aggggttctg ctgctgggtg cggcgcgcct gccgcgcggg gcagaagctt ttgagattgc 
181 tctgccacga gaaagcaaca ttacagttct cataaagctg gggaccccga ctctgctggc 
241 aaaaccctgt tacatcgtca tttctaaaag acatataacc atgttgtcca tcaagtctgg 
301 agaaagaata gtctttacct ttagctgcca gagtcctgag aatcactttg tcatagagat 
361 ccagaaaaat attgactgta tgtcaggccc atgtcctttt ggggaggttc agcttcagcc 
421 ctcgacatcg ttgttgccta ccctcaacag aactttcatc tgggatgtca aagctcataa 
481 gagcatcggt ttagagctgc agttttccat ccctcgcctg aggcagatcg gtccgggtga 
541 gagctgccca gacggagtca ctcactccat cagcggccga atcgatgcca ccgtggtcag 
601 gatcggaacc ttctgcagca atggcactgt gtcccggatc aagatgcaag aaggagtgaa 
661 aatggcctta cacctcccat ggttccaccc cagaaatgtc tccggcttca gcattgcaaa 
721 ccgctcatct ataaaacgtc tgtgcatcat cgagtctgtg tttgagggtg aaggctcagc 
781 aaccctgatg tctgccaact acccagaagg cttccctgag gatgagctca tgacgtggca 
841 gtttgtcgtt cctgcacacc tgcgggccag cgtctccttc ctcaacttca acctctccaa 
901 ctgtgagagg aaggaggagc gggttgaata ctacatcccg ggctccacca ccaaccccga 
961 ggtgttcaag ctggaggaca agcagcctgg gaacatggcg gggaacttca acctctctct 
1021 gcaaggctgt gaccaagatg cccaaagtcc agggatcctc cggctgcagt tccaagtttt 
1081 ggtccaacat ccacaaaatg aaagcaataa aatctacgtg gttgacttga gtaatgagcg 
1141 agccatgtca ctcaccatcg agccacggcc cgtcaaacag agccgcaagt ttgtccctgg 
1201 ctgtttcgtg tgtctagaat ctcggacctg cagtagcaac ctcaccctga catctggctc 
1261 caaacacaaa atctccttcc tttgtgatga tctgacacgt ctgtggatga atgtggaaaa 
1321 aaccataagc tgcacagacc accggtactg ccaaaggaaa tcctactcac tccaggtgcc 
1381 cagtgacatc ctccacctgc ctgtggagct gcatgacttc tcctggaagc tgctggtgcc 
1441 caaggacagg ctcagcctgg tgctggtgcc agcccagaag ctgcagcagc atacacacga 
1501 gaagccctgc aacaccagct tcagctacct cgtggccagt gccataccca gccaggacct 
1561 gtacttcggc tccttctgcc cgggaggctc tatcaagcag atccaggtga agcagaacat 
1621 ctcggtgacc cttcgcacct ttgcccccag cttccaacaa gaggcctcca ggcagggtct 
1681 gacggtgtcc tttatacctt atttcaaaga ggaaggcgtt ttcacggtga cccctgacac 
1741 aaaaagcaag gtctacctga ggacccccaa ctgggaccgg ggcctgccat ccctcacctc 
1801 tgtgtcctgg aacatcagcg tgcccagaga ccaggtggcc tgcctgactt tctttaagga 
1861 gcggagcggc gtggtctgcc agacagggcg cgcattcatg atcatccagg agcagcggac 
1921 ccgggctgag gagatcttca gcctggacga ggatgtgctc cccaagccaa gcttccacca 
1981 tcacagcttc tgggtcaaca tctctaactg cagccccacg agcggcaagc agctagacct 
2041 gctcttctcg gtgacactta ccccaaggac tgtggacttg actgtcatcc tcatcgcagc 
2101 ggtgggaggt ggagtcttac tgctgtctgc cctcgggctc atcatttgct gtgtgaaaaa 
2161 gaagaaaaag aagacaaaca agggccccgc tgtgggtatc tacaatggca acatcaatac 
2221 tgagatgccg aggcagccaa aaaagtttca gaaagggcga aaggacaatg actcccatgt 
2281 gtatgcagtc atcgaggaca ccatggtata tgggcatctg ctacaggatt ccagcggctc 
2341 cttcctgcag ccagaggtgg acacctaccg gccgttccag ggcaccatgg gggtctgtcc 
2401 tccctcccca cccaccatat gctccagggc cccaactgca aagttggcca ctgaggagcc 
2461 acctcctcgc tcccctcctg agtctgagag tgaaccgtac accttctccc atcccaacaa 
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2521 tggggatgta agcagcaagg acacagacat tcccttactg aacactcagg agcccatgga 
2581 gccagcagaa taacttgatc cattccagac gctttgctga gtttcataaa gcagggcact 
2641 gagacacccg tccgtgttcc taaccagaaa tcctaaagaa gaggaattat acagaaggaa 
2701 cagcaggagg ttttcctgga caccgccaac ttcacattgc tcagtggact cattctaagg 
2761 gcaagacatt gaaaatgatg aattccaatc tggatacagt catgacagct catgtgctcc 
2821 tcaacttagg ctgtgcggtt agccagcctg taatgagagg agagaggcct gagtcaccta 
2881 gcatagggtt gcagcaagcc ctggattcag agtgttaaac agaggcttgc cctcttcagg 
2941 acaacagttc caattccaag gagcctacct gaggtcccta ctctcactgg ggtccccagg 
3001 atgaaaacga caatgtgcct ttttattatt atttatttgg tggtcctgtg ttatttaaga 
3061 gatcaaatgt ataaccacct agctcttttc acctgactta gtaataactc atactaactg 
3121 gtttggatgc ctgggttgtg acttctactg accgctagat aaacgtgtgc ctgtccccca 
3181 ggtggtggga ataatttaca atctgtccaa ccagaaaaga atgtgtgtgt ttgagcagca 
3241 ttgacacata tctgctttga taagagactt cctgattctc taggtcggtt cgtggttatc 
3301 ccattgtgga aattcatctt gaatcccatt gtcctatagt cctagcaata agagaaattt 
3361 cctcaagttt ccatgtgcgg ttctcctagc tgcagcaata ctttgacatt taaagagaaa 
3421 tttagagaat attctcatcc tctaaaaatg tttaaatata taccaaacag tggccccctg 
3481 cattagtttt ctgttgccac tgcaacccat tacttggtag cttaaaaaca acacattagc 
3541 ttatagtcct ggggatcaga attccaaaat ggatgtccct gaatgaaaat caaggtgtca 
3601 gcagagctgt gctccttctg aaggctctag ggagaagccg gttccttgcc atttcaagct 
3661 tctagaggct ggctgcattc ccaggctcca gtggctggtc aagcttttct cacatggcat 
3721 cactgtgaca ctggccctcc cacttccctc tttgacttac aaagcccacc aggaagatcc 
3781 aggataatct ctccatctaa agatccttca tcatcctgga agagcctttt gccatgcaag 
3841 acaacatagc cacaggtggg gattaggacc aggacatctt tggggtgctg ttattctgcc 
3901 taccacacct tcctgccact gactcccaca ggagaggcta caaaatgatc tggcgcacag 
3961 ggatgttttg tttagcttgc ggactctaac acttaaaaaa accccagatc agaagatctg 
4021 gccatgctgg ggctcacatt ctcacctagc aacaactggc tggagctggg caccagctct 
4081 gcctttagaa ggggtgtcca cttcaccagg tcaccacagc ccacactacg ccctatcact 
4141 tcccacaatg aggctaagtg tttgtttcta ctgatcaatg cccctgcagg ttgcatttat 
4201 tgtaatgaaa aagaaagact gggattaatc tctaatcagg tgagtagacc atgagaccaa 
4261 tgtgtgctca cattaccctt tttctttttt ttctttttct ttttcttttt ttttttaatg 
4321 tgagacagga tctcattctg ttgcctaggc tggagtgcag tggcgcaatc tcggctcact 
4381 gcaacctctg cctcctgggc tcaagcaatt ctcccacctc agcctcccaa atagctggga 
4441 tcactggcac aaaccaccat gcccagctaa ttttgtattt tttgtagaga cagggtttca 
4501 ccatgttgcc caggctggtc tcaacctcct gggctcaagc aatcctcctg cctcggcctc 
4561 ccaaagtgct gggattacag atgtgagcca ccgcatccag ccccacaccc tcatttatac 
4621 caattacctg cccagtaact gtggactttt gcttcctcac ccctgctctg atctggaagg 
4681 agagggatta tgttatagct tgtcagcaca gtcccaagtt caatatttct gcggcaaaaa 
4741 cttccttcaa aaaataaatg tacttcattg tattcaatga attcaccttg gaaatgcacc 
4801 gcctcaactt gttcacatgg cataaatgaa aggaatttta tagtctccta aatggcgtgt 
4861 actgcaagac ctcttgaaca ctttccagag gataggatat ttaagtcatg cccttggcgt 
4921 tgcctatggc acctttccct tctgaaagtc tggttcctgc ccagtgaccc ttggccttgt 
4981 gagccgagat gctgaccctg cataaagggc caaaggaggg ctgcggcttc cttccctcac 
5041 tgaagagccc ttatttgaat tcactgtgtg gagccctagc cctccattct cgacattccc 
5101 caacctccca gccccttcca agcaggacta ggtgccctgc attccaccca aggtgggatt 
5161 ggccttcctt aggctggcta cttgtcacca tcaccgacat cactgttgcc tgcaaggaca 
5221 ccacgtggcc attttccttc aactgagggc tcaaaactcc tggacaagtt gctggctcct 
5281 gagaccagta tttcctggag ctgtgcctca gtgaaggggc ccagcctgag gaaccctggc 
5341 tcttttcttt aaagcccagg ccccacttac ataaaacatt tcagggtcac tggaaacagt 
5401 gaagtgccat ttgttgaagc ctactgcatg ccagcccact gctcatccac gtggtctgcc 
5461 atgcctacga ggaaggccag cgcatgcagg actggtctct aatgctgtgg tcattgcaca 
5521 gaagggaaag gtctcaagga agagtcaact gggacaagca caagcccacc ggacatggcc 
5581 ttggtaaagg ttagcagact ggtgtgtgtg gatctgcagt gcttcactgg aaataattta 
5641 ttcattgcag atacttttta ggtggcattt tattcatttc ctgtgcttta aataaacaaa 
5701 tgtaccaaaa aacaagtatc aagctgttta agtgcttcgg ctacttgtcc cctggttcag 
5761 tagaggcccc ggtttcccag ttgttgactg tgacaggctc agcatgggct cagcagatgc 
5821 tgtcttaatt tgtggatgat acagaaagcc aggctttggg atacaagttc tttcctcttc 
5881 atttgatgcc gtgcactgtg tgaagcagat gtttttgtcc ggaaataaaa ataatagtct 
5941 tggagtctcg ccaaaaaaaa aaa 
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